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RESUMO

A identificacdo de epitopos de célula B em proteinas é importante na aplicacdo de imunodiagnéstico e
controle de doencas por vacinas. O objetivo deste estudo foi identificar epitopos de célula B lineares e
conformacionais e avaliar a estrutura secundaria e terciaria de proteinas antigénicas de Leishmania
infantum por analise in silico. A predicéo de epitopos lineares foi realizada pelos programas IEDB, Bepipred
e Bcepred. Os epitopos de célula B conformacionais foram identificados pelo servidor CBtope. A
combinacgéo das predicdes do IEDB, Bepipred e Bcepred gerou um total de 148 epitopos lineares comuns a
partir das proteinas cisteina peptidase calpaina-like, redutase tiol dependente 1 e HSP70. Foram preditos
164 epitopos conformacionais, a maioria localizada na regiao dos epitopos lineares. Nas proteinas redutase
tiol dependente 1 e HSP70, os epitopos preditos estdo localizados em regifes de alfa hélices e voltas.
Através do programa Superficial observa-se que os epitopos imunodominantes da HSP70 e os preditos para
a redutase tiol dependente 1 estdo localizados em regides acessiveis ao anticorpo. Novos epitopos de
célula B lineares e conformacionais de proteinas de L. infantum foram identificados in silico e, baseado no
conhecimento prévio da imunogenicidade da HSP70, a predi¢cdo por varios programas garante uma maior
acuracia dos resultados.
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IMMUNOGENIC EVALUATION OF SYNTHETIC PEPTIDES IN CANINE VISCERAL
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ABSTRACT

Identifying B-cell epitopes in proteins is important for applying immunodiagnostics and for disease control by
vaccines. Therefore, this study aimed to identify linear and conformational B-cell epitopes and to evaluate
the secondary structure of antigen proteins in Leishmania infantum using in silico analysis. Linear epitopes
were predicted using the Immune Epitope Database and Analysis Resource (IEDB), BepiPred, and BcePred
programs. The conformational B-cell epitopes were identified using the CBTOPE server. The combination of
the predictions using IEDB, BepiPred, and BcePred generated 148 linear epitopes from the calpain-like
cysteine peptidase (CP), thiol-dependent reductase 1 (TDR1), and HSP70 proteins. In tot 164
conformational epitopes were predicted, mostly located in the linear epitope region. The predicted epitopes
are located in a helix and random coil regions in the thiol-dependent reductase 1 and HSP70 proteins. Using
the Superficial Program we note that the HSP70 immunodominant epitopes and those predicted to thiol-
dependent reductase are located in areas accessible to the antibody. New linear and conformational B-cell
epitopes of L. infantum proteins were identified in silico, and the prediction using various programs ensures
greater accuracy of the results based on prior knowledge of the immunogenicity of HSP70.
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